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SBS96A Stability: 0.98
Total Mutations: 536,665/18.0%



0

3.8%

7.7%

11.5%

15.3%

Pe
rc

en
ta

ge
 o

f S
in

gl
e 

Ba
se

 S
ub

st
it

ut
io

ns C>A C>G C>T T>A T>C T>G
AC

A
AC

C
AC

G
AC

T
CC

A
CC

C
CC

G
CC

T
GC

A
GC

C
GC

G
GC

T
TC

A
TC

C
TC

G
TC

T
AC

A
AC

C
AC

G
AC

T
CC

A
CC

C
CC

G
CC

T
GC

A
GC

C
GC

G
GC

T
TC

A
TC

C
TC

G
TC

T
AC

A
AC

C
AC

G
AC

T
CC

A
CC

C
CC

G
CC

T
GC

A
GC

C
GC

G
GC

T
TC

A
TC

C
TC

G
TC

T
AT

A
AT

C
AT

G
AT

T
CT

A
CT

C
CT

G
CT

T
GT

A
GT

C
GT

G
GT

T
TT

A
TT

C
TT

G
TT

T
AT

A
AT

C
AT

G
AT

T
CT

A
CT

C
CT

G
CT

T
GT

A
GT

C
GT

G
GT

T
TT

A
TT

C
TT

G
TT

T
AT

A
AT

C
AT

G
AT

T
CT

A
CT

C
CT

G
CT

T
GT

A
GT

C
GT

G
GT

T
TT

A
TT

C
TT

G
TT

T

SBS96B Stability: 0.95
Total Mutations: 531,500/17.8%
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SBS96C Stability: 0.88
Total Mutations: 308,530/10.4%
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SBS96D Stability: 0.96
Total Mutations: 303,504/10.2%
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SBS96E Stability: 0.9
Total Mutations: 296,747/10.0%
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SBS96F Stability: 1.0
Total Mutations: 241,691/8.1%
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SBS96G Stability: 0.98
Total Mutations: 227,339/7.6%
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SBS96H Stability: 0.99
Total Mutations: 191,460/6.4%
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SBS96I Stability: 0.98
Total Mutations: 185,738/6.2%
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SBS96J Stability: 0.98
Total Mutations: 155,654/5.2%


