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SBS96A Stability: 1.0
Sig. Mutations: 70,510/24.2%
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SBS96B Stability: 0.87
Sig. Mutations: 41,452/14.2%



0

1.9%

3.8%

5.7%

7.6%

Pe
rc

en
ta

ge
 o

f S
in

gl
e 

Ba
se

 S
ub

st
it

ut
io

ns C>A C>G C>T T>A T>C T>G
AC

A
AC

C
AC

G
AC

T
CC

A
CC

C
CC

G
CC

T
GC

A
GC

C
GC

G
GC

T
TC

A
TC

C
TC

G
TC

T
AC

A
AC

C
AC

G
AC

T
CC

A
CC

C
CC

G
CC

T
GC

A
GC

C
GC

G
GC

T
TC

A
TC

C
TC

G
TC

T
AC

A
AC

C
AC

G
AC

T
CC

A
CC

C
CC

G
CC

T
GC

A
GC

C
GC

G
GC

T
TC

A
TC

C
TC

G
TC

T
AT

A
AT

C
AT

G
AT

T
CT

A
CT

C
CT

G
CT

T
GT

A
GT

C
GT

G
GT

T
TT

A
TT

C
TT

G
TT

T
AT

A
AT

C
AT

G
AT

T
CT

A
CT

C
CT

G
CT

T
GT

A
GT

C
GT

G
GT

T
TT

A
TT

C
TT

G
TT

T
AT

A
AT

C
AT

G
AT

T
CT

A
CT

C
CT

G
CT

T
GT

A
GT

C
GT

G
GT

T
TT

A
TT

C
TT

G
TT

T

SBS96C Stability: 0.4
Sig. Mutations: 39,819/13.7%
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SBS96D Stability: 0.78
Sig. Mutations: 38,736/13.3%
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SBS96E Stability: 0.94
Sig. Mutations: 37,070/12.7%
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SBS96F Stability: 0.88
Sig. Mutations: 33,866/11.6%
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SBS96G Stability: 0.95
Sig. Mutations: 29,570/10.2%


