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SBS1  
Sig. Mutations: 41,338/14.2%
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SBS2 Sig. Mutations: 4,366/1.5%
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SBS3 Sig. Mutations: 57,476/19.7%
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SBS5 Sig. Mutations: 76,457/26.3%
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SBS13 Sig. Mutations: 6,164/2.1%
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SBS17a Sig. Mutations: 10,734/3.7%
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SBS17b Sig. Mutations: 39,424/13.5%
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SBS18 Sig. Mutations: 26,546/9.1%
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SBS47 Sig. Mutations: 1,199/0.4%
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SBS88 Sig. Mutations: 6,197/2.1%
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SBS89 Sig. Mutations: 21,122/7.3%


