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SBS96A Stability: 0.59
Sig. Mutations: 52,850/18.2%
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SBS96B Stability: 0.82
Sig. Mutations: 35,775/12.3%
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SBS96C Stability: 0.88
Sig. Mutations: 28,388/9.8%
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SBS96D Stability: 0.72
Sig. Mutations: 27,482/9.4%



0

0.9%

1.8%

2.7%

3.6%

Pe
rc

en
ta

ge
 o

f S
in

gl
e 

Ba
se

 S
ub

st
it

ut
io

ns C>A C>G C>T T>A T>C T>G
AC

A
AC

C
AC

G
AC

T
CC

A
CC

C
CC

G
CC

T
GC

A
GC

C
GC

G
GC

T
TC

A
TC

C
TC

G
TC

T
AC

A
AC

C
AC

G
AC

T
CC

A
CC

C
CC

G
CC

T
GC

A
GC

C
GC

G
GC

T
TC

A
TC

C
TC

G
TC

T
AC

A
AC

C
AC

G
AC

T
CC

A
CC

C
CC

G
CC

T
GC

A
GC

C
GC

G
GC

T
TC

A
TC

C
TC

G
TC

T
AT

A
AT

C
AT

G
AT

T
CT

A
CT

C
CT

G
CT

T
GT

A
GT

C
GT

G
GT

T
TT

A
TT

C
TT

G
TT

T
AT

A
AT

C
AT

G
AT

T
CT

A
CT

C
CT

G
CT

T
GT

A
GT

C
GT

G
GT

T
TT

A
TT

C
TT

G
TT

T
AT

A
AT

C
AT

G
AT

T
CT

A
CT

C
CT

G
CT

T
GT

A
GT

C
GT

G
GT

T
TT

A
TT

C
TT

G
TT

T

SBS96E Stability: 0.6
Sig. Mutations: 25,434/8.7%
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SBS96F Stability: 0.91
Sig. Mutations: 25,035/8.6%



0

2.2%

4.3%

6.5%

8.6%

Pe
rc

en
ta

ge
 o

f S
in

gl
e 

Ba
se

 S
ub

st
it

ut
io

ns C>A C>G C>T T>A T>C T>G
AC

A
AC

C
AC

G
AC

T
CC

A
CC

C
CC

G
CC

T
GC

A
GC

C
GC

G
GC

T
TC

A
TC

C
TC

G
TC

T
AC

A
AC

C
AC

G
AC

T
CC

A
CC

C
CC

G
CC

T
GC

A
GC

C
GC

G
GC

T
TC

A
TC

C
TC

G
TC

T
AC

A
AC

C
AC

G
AC

T
CC

A
CC

C
CC

G
CC

T
GC

A
GC

C
GC

G
GC

T
TC

A
TC

C
TC

G
TC

T
AT

A
AT

C
AT

G
AT

T
CT

A
CT

C
CT

G
CT

T
GT

A
GT

C
GT

G
GT

T
TT

A
TT

C
TT

G
TT

T
AT

A
AT

C
AT

G
AT

T
CT

A
CT

C
CT

G
CT

T
GT

A
GT

C
GT

G
GT

T
TT

A
TT

C
TT

G
TT

T
AT

A
AT

C
AT

G
AT

T
CT

A
CT

C
CT

G
CT

T
GT

A
GT

C
GT

G
GT

T
TT

A
TT

C
TT

G
TT

T

SBS96G Stability: 0.36
Sig. Mutations: 24,800/8.5%
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SBS96H Stability: 0.16
Sig. Mutations: 24,400/8.4%
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SBS96I Stability: 0.94
Sig. Mutations: 23,751/8.2%
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SBS96J Stability: -0.25
Sig. Mutations: 23,108/7.9%


