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SBS96A Stability: 1.0
Sig. Mutations: 1,552,122/52.1%
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SBS96B Stability: 0.98
Sig. Mutations: 821,418/27.6%
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SBS96C Stability: 1.0
Sig. Mutations: 308,340/10.4%
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SBS96D Stability: 1.0
Sig. Mutations: 296,948/10.0%


