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SBS96A Stability: 0.22
Sig. Mutations: 51,700/17.8%
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SBS96B Stability: 0.86
Sig. Mutations: 48,905/16.8%
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SBS96C Stability: 0.88
Sig. Mutations: 36,801/12.6%
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SBS96D Stability: 0.95
Sig. Mutations: 33,604/11.5%
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SBS96E Stability: 0.89
Sig. Mutations: 31,718/10.9%
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SBS96F Stability: 0.75
Sig. Mutations: 31,664/10.9%
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SBS96G Stability: 0.52
Sig. Mutations: 29,400/10.1%
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SBS96H Stability: 0.94
Sig. Mutations: 27,231/9.4%


