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SBS96A Stability: 0.99
Sig. Mutations: 719,312/24.1%
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SBS96B Stability: 0.96
Sig. Mutations: 639,666/21.5%
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SBS96C Stability: 0.97
Sig. Mutations: 594,560/20.0%
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SBS96D Stability: 0.98
Sig. Mutations: 316,064/10.6%
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SBS96E Stability: 1.0
Sig. Mutations: 262,037/8.8%
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SBS96F Stability: 0.99
Sig. Mutations: 230,891/7.8%
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SBS96G Stability: 0.99
Sig. Mutations: 216,298/7.3%


